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In re Application of: 

John CARLSON et al. 
Application No.: 09/491,577 
Filed: January 25, 2000 

For: DROSOPHILIA ODORANT RECEPTORS (Amended) 

Commissioner of Patents 
Washington, D.C. 20231 

Sir: 

NOTICE OF APPEAL TO THE 
BOARD OF PATENT APPEALS AND INTERFERENCES 

Applicants hereby appeal to the Board of Patent Appeals and Interferences from the 
decision of the Examiner dated March 12, 2002, rejecting claims 27-36 and 43-45 . 

A Petition for a one (1) month extension of time responding to the final rejection is being 
filed concurrently herewith. 

The Commissioner is hereby authorized to charge Deposit Account No. 50-0310 in the 
amount o f $160.00 for a Notice of Appeal. The Commissioner is hereby authorized to charge 
any additional extension of time fee or additional fee for claims due to Deposit Account No. 50- 
0310. 

Except for issue fees payable under 37 C.F.R. §1.18, the Commissioner is hereby 
authorized by this paper to charge any additional fees during the entire pendency of this 
application including fees due under 37 C.F.R. §1.16 and §1.17 which may be required, 
including any required extension of time fees, or credit any overpayment to Deposit Account 50- 
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03 10. This paragraph is intended to be a CONSTRUCTIVE PETITION FOR EXTENSION 
OF TIME in accordance with 37 C.F.R. § 1.136(a)(3). 

Respectfully submitted, 
MORGAN, LEWIS & BOCKIUS 



Dated: July 11, 2002 

Customer No. 09629 

MORGAN, LEWIS & BOCKIUS LLP 

1111 Pennsylvania Avenue, NW 

Washington, D.C. 20004 

Tel: (202) 739-3000 

Fax: (202) 739-3001 



Erich E. Veitenheimer 
Reg. No. 40,420 
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Sequence Comparison A 



RESULT 3 

AC004121 

LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 



TITLE 
JOURNAL 
REFERENCE 
AUTHORS 



TITLE 
JOURNAL 



COMMENT 



FEATURES 

source 



BASE COUNT 
ORIGIN 



04-FEB-1998 
sequence, complete 



AC004121 18443 bp DNA INV 
Drosophila melanogaster (PI DS05342 (D92) ) DNA 
sequence . 

AC004121 AC001997 AC002955 AC001996 AC002954 AC001998 AC003647 

AC004121.1 GI:2829850 

HTG. 

Drosophila melanogaster (Subclones in pOT2 from Pi clone DS05342 
(D92)) DNA. 

Drosophila melanogaster 

Eukaryota; Metazoa; Arthropoda; Tracheata; Hexapoda; Insecta; 
Pterygota; Neoptera; Endopterygota; Diptera; Brachycera; 
Muscomorpha; Ephydroidea; Drosophilidae; Drosophila. 

1 (bases 1 to 18443) 

Celniker, S . E . , Aghavani,A., Arcaina, T . T . , Baxter, E., Doyle, CM., 
Farfan,D.E., Flanagan, J., Houston, K. A . , Hummasti, S . R. , Karra,K., 
Kearney, L., Kim,S.H., Ko,C.L., Li,M. , Lomotan, M . A . , Mazda, P., 
Mok,M.S., Nixon, K., Pacleb,J.M., Park,S., Pfeiffer,B., Punch, D., 
Santos, R.F., Snir,E., Stevko,V., Subramanian, S . , Towne,B., 
Wan,K.H., Whitelaw, K.R. , Yee,A., Zhang, R., 2ieran,L.L. and 
Kimmel, B. 

Sequencing of Drosophila chromosome 2L, region 22A 
Unpublished (1997) 

2 {bases 1 to 18443) 

Celniker, S .E. , Aghavani,A., Arcaina, T . T . , Baxter, E., Doyle, CM., 
Farfan,D.E., Flanagan, J., Houston, K. A. , Hummasti, S . R. , Karra,K., 
Kearney, L., Kim,S.H., Ko,C.L., Li,M, , Lomotan, M. A. , Mazda, P., 
Mok,M.S., Nixon, K., Pacleb,J.M., Park,S., Pfeiffer,B., Punch, D., 
Santos, R.F., Snir,E., Stevko,V., Subramanian, S . , Towne,B., 
Wan,K.H., Whitelaw, K.R. , Yee,A., Zhang, R. , Zieran,L.L. and 
Kimmel, B. 
Direct Submission 

Submitted ( 04-FEB-1998 ) Berkeley Drosophila Genome Project, MS 

64-121, Lawrence Berkeley National Laboratory, One Cyclotron Road, 

Berkeley, CA 94720, US 

Sequence submitted by: 

Berkeley Drosophila Genome Project 

Lawrence Berkeley National Laboratory, MS 64-121 

Berkeley, CA 94720 

For further information about this sequence, including its location 
and relationship to other sequences, please visit our sequence 
archive Web site (http://www-hgc.lbl.gov/sequence-archive.html) or 
send email to drosophila@genome.lbl.gov. 
Library location: 56-62. 

This PI was assembled from the following subclones: l_h2 
(AC001997), 2_g5 (AC002955), l_cll (AC001996) , l_c2 (AC002954), 
2_g9 (AC001998), l__a!2, l_a5 (AC003647) . 

Location /Qualifiers 

1. .18443 

/organism= "Drosophila melanogaster" 
/db_xref="taxon: 7227" 
/chromosome^' 2L" 
/map="22A-22A" 
/clone="Pl DS05342 (D92)" 
5243 a 3816 c 3821 g 5563 t 



Query Match 78.0%; Score 928.4; DB 4; Length 18443; 

Best Local Similarity 86.2%; Pred. No. 3e-266; 

Matches 1128; Conservative 0; Mismatches 1; Indels 179; Gaps 2; 



Qy 1 atgttaagcaagttttttccccacataaaagaaaagccattgagcgagcgggttaagtcc 60 
I I I i I I I I I I I I I I I I I I I I I I I I | | | | | | | j | | | j||| 



# 



Db 13596 ATGTTAAGCAAGTTTTTTCCCCACATAAAAGAAAAGCCATTGAGCGAGCGGGTTAAGTCC 13655 

Qy 61 cgagatgccttcatttacttggatcgggtgatgtggtcctttggctggacagagcctgaa 120 

I I M 1 I I I I I I I I I I I I I M I I I I I I I 1 I I I I I I I I I | | | | | | | | | | | | | | | f | | | | | | | 
Db 13656 CGAGATGCCTTCATTTACTTGGATCGGGTGATGTGGTCCTTTGGCTGGACAGAGCCTGAA 13715 

Qy 121 aaca 124 

I I I I 

Db 13716 AACAAAAGGTAATGAAATCAATGTAAGCACATATATAAGTATTAAAGCTACCATAATTTC 13775 

Qy 125 aaaggtggatccttccttataaactgtggttagcgttcgtgaacatagtaatgctc 180 

I I I I I M I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I 
Db 1377 6 CCGTAAAGGTGGATCCTTCCTTATAAACTGTGGTTAGCGTTCGTGAACATAGTAATGCTC 13835 

Qy 181 atccttctgccgatctcgataagcatcgagtacctccaccgatttaaaaccttctcggcg 240 

I I I I I I I I I I t I I I I I I I I I I I I I i I I I I I I I I I I I I M f I I I I I I I I I I I I I I I I | | I f 
Db 13836 ATCCTTCTGCCGATCTCGATAAGCATCGAGTACCTCCACCGATTTAAAACCTTCTCGGCG 13895 

Qy 241 ggggagttccttagttccctcgagattggagtcaacatgtacggaagctcttttaagtgc 300 

I I I I I I I M I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I | | | | | | | | | | 
Db 13896 GGGGAGTTCCTTAGTTCCCTCGAGATTGGAGTCAACATGTACGGAAGCTCTTTTAAGTGC 13955 

Qy 301 gccttcaccttgattggattcaagaaaagacaggaagctaaggttttactggatcagctg 360 

I I I I I I N I I I I i I I I I I I I I I I I I I I I II I I I II I I I I I I I I I I I I | | | | | | | | | | | | | 
Db 13956 GCCTTCACCTTGATTGGATTCAAGAAAAGACAGGAAGCTAAGGTTTTACTGGATCAGCTG 14015 

Qy 361 gacaagagatgccttagcgataaggagaggtccactgttcatcgctatgtcgccatggga 420 

I M I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I M I I I I I I I I I I I I I I I II | | | | | | 
Db 14016 GACAAGAGATGCCTTAGCGATAAGGAGAGGTCCACTGTTCATCGCTATGTCGCCATGGGA 14075 

Qy 421 aactttttcgatattttgtatcacattttttactccaccttcgtggtaatgaacttcccg 480 

I I I I I I I 1 I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I | | | | | | | | | | | I | | | | f | | | | | 
Db 14076 AACTTTTTCGATATTTTGTATCACATTTTTTACTCCACCTTCGTGGTAATGAACTTCCCG 14135 

Qy 481 tattttctgcttgagagacgccatgcttggcgcatgtactttccatatatcgattccgac 540 

I I I I I I I I I I I I I I I I I I I I I I I I I | | || | | | | | | | | | | | | | | | 

Db 14136 TATTTTCTGCTTGAGAGACGCCATGCTTGGCGCATGTACTTTCCATATATCGATTCCGAC 14195 

Qy 541 gaacagttttacatctccagcatcgccgagtgttttctgatgacggaggccatctacatg 600 

I I I I I M I I I I I I I I I I I I I I I I I I I I M I I I I I I I I I I I I I I I I I I I I I I I I I | | | | || 
Db 14196 GAACAGTTTTACATCTCCAGCATCGCCGAGTGTTTTCTGATGACGGAGGCCATCTACATG 14255 

Qy 601 gatctctgtacggacgtgtgtcccttgatctccatgcttatggctcgatgccacattagc 660 

N I I I I I I I I I I I I I I I I I I I I I I I I I! I I I I I I I I I I I I I I I I I I I I I I I | | M | | | | | 
Db 14256 GATCTCTGTACGGACGTGTGTCCCTTGATCTCCATGCTTATGGCTCGATGCCACATTAGC 14315 

Qy 661 ctcctgaaacagcgactgagaaatctccgatcgaagccaggaaggaccgaagatgagtac 720 

I M I I I I I I I I I I I I I I I I I I I I I I I I M II I I I I I I I I I I I I I I I I I I I I I I I I I I | | | 
Db 14316 CTCCTGAAACAGCGACTGAGAAATCTCCGATCGAAGCCAGGAAGGACCGAAGATGAGTAC 14375 

Qy 721 ttggaggagctcaccgagtgcattcgggatcatcgattgctattgga 767 

I I I M I I I I I I I I I I I I I I I I I I I I I M I I I I M I I I M I I I I I I I I 
Db 14376 TTGGAGGAGCTCACCGAGTGCATTCGGGATCATCGATTGCTATTGGAGTAAGGTGTTTCA 14435 

Qy 768 767 

Db 14436 AATGCTACAAGAACACTGTGTCGCAAAGACATAGTAAAATGAAATATTTGAAACAGTTTT 14495 

Qy 768 ctatgttgacgcat 781 

I I I I I I I I I I I I I I 

Db 144 96 CTTCTATTCCTTTCCTTTTTATTAATGGCCTTTTTTTATTTCTTAGCTATGTTGACGCAT 14555 

Qy 782 tgcgacccgtcttttcgggaaccatttttgtgcagttcctcctgatcggtactgtactgg 841 

I I I I I I I I I M ! I I I I I I I I I I I I I I I I I I I I II I I I I I I II I ! I I II I I I I I I I I I I I I 
Db 14556 TGCGACCCGTCTTTTCGGGAACCATTTTTGTGCAGTTCCTCCTGATCGGTACTGTACTGG 14615 

Qy 842 gtctctcaatgataaatctaatgttcttctcgacattttggactggtgtcgccacttgcc 901 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I | | | | | | | | | | | | | 
Db 14616 GTCTCTCAATGATAAATCTAATGTTCTTCTCGACATTTTGGACTGGTGTCGCCACTTGCC 14675 

Qy 902 tttttatgttcgacgtgtccatggagacgttccccttttgctatttgtgcaacatgatta 961 



14 676 TTTTTATGTTCGACGTGTCCATGGAGACGTTCCCCTTTTGCTATTTGTGCAACATGATTA 14735 

962 tcgatgactgccaggaaatgtccaattgcctctttcaatcggactggacctctgccgatc 1021 
I ' I I I I I I I I I I I I I I I j | | | | | | | | | | | | | | | | | | | | | | j | | j | | | | | | | | | | | j | | | j 
14736 TCGATGACTGCCAGGAAATGTCCAATTGCCTCTTTCAATCGGACTGGACCTCTGCCGATC 14795 

1022 gtcgctacaaatccacgttggtatactttcttcacaatcttcagcaacccattactctca 1081 

M I I I II I M I I I [ I i I [ M | | ( | | | | | | | | | | | | | | | | | | | || | | | , , 

14796 GTCGCT AC AAATCCACGTTGGTATACTTTCTTC AC AATCTTC AGCAACCC ATTACTCTC A 14855 

1082 cggctggtggagtgtttcctatttccatgcaaacaaatttggctatgg 1129 
I I I I I I I I I I I I I I I I I I I I I I I I t I I I I t I I I M I I I I I I I I I Ml 
14856 CGGCTGGTGGAGTGTTTCCTATTTCCATGCAAACAAATTTGGCTGTGG 14903 



